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3. Davidson EH, et al, “A genomic regulatory net
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4. ldeker T, et al., “Discovering regulatory and
signaling circuits in molecular interaction networks”
Bioinformatics, Vol.18, Suppl 1:5233-40, 2002

5. Lee T, etal., “Transcriptional regulatory networks
in Saccharomyces cerevisiae”, Science, Vol. 298
(5594), 799-804, 2002

6. Jochen Forster, et al, “Genome-Scale Reconstruc
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Network” Genome Research, Vol. 13, Issue 2,

244-253, 2003
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ABIrd’s-Eye View of CBI

Area (hal lenging research topic Synbolic target
Molecular Computing Large scale calculation Proteinfolding
MolecularRecognition Dockingstudy Flexibledocking
Bioinformatics/ Identificationof Targetgeneidentification
Biological Genes and their variations Variation data collection
Comupting
Support cutting edge Developmental Biology
MolecularBiology Endocrinology/Nero Science
oodoooooooooad Immunology/Cancer
Genome Wide Metabolic maps Micro Al ++ Project
Simultaneous Cell signal pathways Extension of CSNDB
Measurement Gene control networks
Information Chemical databases Drug and drug candidate DB
And Computing Toxic substances DB
Infrastructure Drugness/toxicity analyses Substructure search
For Drug Design
3D QSAR | QSAR of CYP
Prediction of ADME O ADME knowledge base
Molecular target search [ Target database
From Docking to Drug Design [ ****
Toxicogenomics O Post ligand binding
Drug interaction O signaltransduction
Adverse effect prediction [ pathway analyses
Disease Models From pathways and O Obesity, ..., Cancer
networks to disease model [J Infectious disease

Pathway/Network Approach

Food and CAM Multi agent multi target analyses Comparative Genomics
Biochemical prospecting Large knowledge/data base
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Bio-1T World coa

Bioll ITWorld Online

http://www.idg.co.jp/bioit/index.html
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