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1. Apply Crude Sample

2. Wash ProteinChip

3. Add Energy Absorbing Material

ProteinChip Technology: Chip Preparation

Proteins within the sample bind to
chemical or biological“docking sites’ on
the ProteinChip surface through an
affinity interaction.

Proteins that bind non-specifically or
buffer contaminants are washed away,
eliminating sample “noise”.

After sample processing the chip is dried
and 'EAM is applied to each spot to

facilitate desorptionand ionization in the
ProteinChip Reader @

Surface Type

Protein Profiling: three dimensions of separation
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SELDI-Assisted ™ Protein Purification ‘In Gel’ digestion of upregulated protein using

trypsin endoprotease for peptide mapping
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ProteinChip Technologies in Proteomics:
A Single Platform for Rapid Biomarker Discovery, Validation and
Characterisation
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